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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /oj Q<^(n / 
Source: [ 9 O/n? 

Date Processed by STIC: 



m — 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http:/Avww.uspto.govAveb/ofrices/pac/checker ^ 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://\v>v\v.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual -ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1 B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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RAW SEQUENCE LISTING DATE : 06/11/2002 

PATENT APPLICATION: US/10/026, 578 TIME: 14:20:32 

Input Set : A:\Sequence Listing.txt D068 Not COfTlDlV 

Output Set: N:\CRF3\06112002\J026578.raw COTOCteCl Diskette 1^86000 

3 <110> APPLICANT: Thomas Schmidt (IBA GmbH) 

5 <120> TITLE OF INVENTION: Sequentially arranged Streptavidin-Binding modules as 
affinity tags 

7 <M30> FILE REFERENCE: 100810. 01US1 . ' 

/ 9 <140> CURRENT APPLICATION NUMBER: US 10/026578 
^(K> 10 <141> CURRENT FILING DATE: 2002-05-31 

12 <150> PRIOR APPLICATION NUMBER: DE 101 13 776.1 

13 <151> PRIOR FILING DATE: 2001-03-21 

15 <150>* PRIOR APPLICATION NUMBER: P.CT/EP01/11846 

16 <151> PRIOR FILING DATE: 2001-10-12 
18 <160> NUMBER OF SEQ -ID NOS : 14 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 8 

22 <212> TYPE: PRT 

23 <213> ORGANISM: artificial sequence 

25 <220> FEATURE: 

26 <223> OTHER INFORMATION: description of the artificial 

27 sequence: peptide binding module 

29 <400> SEQUENCE: 1 

30 Trp Arg His Pro Gin Phe Gly Gly 

31 1 5 
35 <210> SEQ ID NO: 2 

3 6 <211> LENGTH: 8 

37 <212> TYPE: PRT 

38 <213> ORGANISM: artificial sequence 

4 0 <220> FEATURE: 

41 <223> OTHER INFORMATION: description of the artificial 

42 sequence: peptide binding module 
44 <400> SEQUENCE: 2 
4 5 Trp Ser His Pro Gin Phe Glu Lys 
46 1 5 

50 <210> SEQ ID NO: 3 

51 <211> LENGTH: 24 

52 <212> TYPE: PRT 

53 <213> ORGANISM: artificial sequence 

55 <220> FEATURE: 

56 <223> OTHER INFORMATION: description of the artificial 

57 sequence: peptide binding module 

59 <220> FEATURE: 

60 <221> NAME/KEY: MOD_RES 

61 <222> LOCATION: (9).. (16) 

62 <223> OTHER INFORMATION: Xaa-any amino acid 
i , 66 <400> SEQUENCE: 3 

Wp-> 67 Trp Ser His Fro Gin Phe Glu Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
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RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/10/026 f 578 TIME: 14:20:32 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\06112002\J026578.raw 

68 1 5 10 15 

70 Trp Ser His Pro Gin Phe Glu Lys 

71 20 

75 <210> SEQ ID NO: 4 

76 <211> LENGTH: 24 

77 <212> TYPE: PRT 

78 <213> ORGANISM: artificial sequence 

80 <220> FEATURE: 

81 <223> OTHER INFORMATION: description of the artificial 

82 sequence: peptide binding module 

84 <220> FEATURE: 

85 <221> NAME/KEY: MOD_RES 

86 <222> LOCATION: (9).. (18) 

87 <223> OTHER INFORMATION: Xaa=any amino acid 

90 <220> FEATURE: 

91 <221> NAME/KEY: MOD_RES 

92 <222> LOCATION: (21).. (24) 
<223> OTHER INFORMATION: Xaa=any amino acid 
<400> SEQUENCE: 4 

Trp Ser His -Pro Gin Phe Glu Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 10 15 

Xaa Xaa His Pro Gin Xaa Xaa Xaa 

20 

<210> SEQ ID NO: 5 
<211> LENGTH: 19 
<212> TYPE: PRT 

<213> ORGANISM: artificial sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of the artificial 

sequence: peptide binding module 
<220> FEATURE: f\ 

115 <221> NAME/KEY: MOD_RES 

116 <222> LOCATION: (4).. (16) 

117 <223> OTHER INFORMATION: Xaa=any amino acid 

119 <400> SEQUENCE: 5 

120 His Pro Gin Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

121 15 10 15 
123 His Pro Gin 

128 <210> SEQ ID NO: 6 

129 <211> LENGTH: 4 

130 <212> TYPE: PRT 

131 <213> ORGANISM: artificial sequence 
133 <220> FEATURE: 

W--> 134 <221> NAME/KEY: 

135 <222> LOCATION: 

136 <223> OTHER INFORMATION: description of the artificial 

137 sequence: peptide binding module 
139 <400> SEQUENCE: 6 

14 0 His Pro Gin Phe 
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RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/10/026 , 578 TIME: 14:20:32 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\06112002\J026578.raw 



W- 




<210> SEQ ID NO: 7 
<211> LENGTH: 8 
<212> TYPE: PRT 

<213> ORGANISM: artificial sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: description of the artificial 

sequence: peptide binding module 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222> LOCATION: (1) 

<223> OTHER INFORMATION: Xaa=Trp, Lys or Arg 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (2) 

<223> OTHER INFORMATION: Xaa=any amino acid 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (7).. (8) 

<2 2 3> OTHER_ INFORMATION: Xaa (7, 8) - Gly or Xaa(7)=Glu and Xaa ( 8 ) =Lys or 
Arg 

<400> SEQUENCE: 7 

Xaa Xaa His Pro Gin Phe Xaa Xaa 



<210> SEQ ID NO: 8 
<211> LENGTH: 8 
<212> TYPE: PRT 

<213> ORGANISM: artificial sequence 
<220> FEATURE: 

description of the artificial 

r\ 

<220> FEATURE: 
<221> NAME/KEY: MOD__RES 
<222> LOCATION: (2) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222> LOCATION : ( 7 ) . . ( 8 ) 
<223> OTHER INFORMATION: 
Arg 

<400> SEQUENCE: 8 
Trp Xaa His Pro Gin Phe Xaa Xaa 



<223> OTHER INFORMATION 

sequence: peptide binding module 



Xaa-any amino acid 



Xaa(7,8)=Gly or Xaa(7)=Glu and Xaa(8)=Lys or 



<210> SEQ ID NO: 9 
<211> LENGTH: 8 
<212> TYPE: PRT 

<213> ORGANISM: artificial sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: description of the artificial 
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RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/10/026,578 TIME: 14:20:32 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\06112002\J026578.raw 

208 sequence: peptide binding module 

210 <400> SEQUENCE: 9 

211 Trp Ser His Pro Gin Phe Glu Lys 

212 1 5 

216 <210> SEQ ID NO: 10 

217 <211> LENGTH: 17 

218 <212> TYPE: PRT 

219 <213> ORGANISM: artificial sequence 

221 <220> FEATURE: 

222 <221> NAME/KEY: 

223 <222> LOCATION: 

224 <223> OTHER INFORMATION: description of the artificial 

225 sequence: peptide binding module 

227 <220> FEATURE: 

228 <221> NAME/KEY: REPEAT 



uuie i 

> OTHER^ItfEQRMftWOEj X, 
^rv=in1feger from 5-2^ 



22 <222> LOCATION (9) v ^W«^ Alo$jh 

)(n/with Xaa=any amino acid and 



230 <223> OTHER JJJEQRMftWO**^ Xaa= ( Xaa 
231 

233 <400> SEQUENCE : 10 
W--> 234 Trp Ser His_Pro_ Gin Phe Glu Lysfxaa ^rp Ser His Pro Gin Phe Glu 

235" 1 " " 5 ~ ' 10 " ~ " 15 

23 7 Lys 

242 <210> SEQ ID NO: 11 

243 <211> LENGTH: 20 

244 <212> TYPE: PRT 

245 <213> ORGANISM: artificial sequence 

247 <220> FEATURE: 

248 <223> OTHER INFORMATION: description of the artificial 

24 9 sequence: peptide binding module 
251 <220> FEATURE: 



251 <220> FEATURE: • n . / Q ^ 

252 <221> NAME/KEY: RJSfJfi^T ^ Xl/w^^O^vM^ KjU^C^ W ^f^^ ^ZJ 

253 <222> LOCATION^ 9 ( 12 — ; — . jJ7 L 

254 <223> OTHER INFORMATION : ^LyGlyGl'ySer- ( GlyGlyGlySer ) n with n=integer from l-^J) :7LKjlJI 



256 <400> SEQUENCE: 11 ^ : ~^/4<f>?^L 

257 Trp Ser His Pro Gin Phe Glu Lys Gly Gly Gly Ser Trp Ser His Pro 

258 1 5 10 15 

260 Gin Phe Glu Lys 

261 20 

265 <210> SEQ ID NO: 12 

266 <211> LENGTH: 4 

267 <212> TYPE: PRT 

268 <213> ORGANISM: 

270 <220> FEATURE: 

271 <223> OTHER INFORMATION: description of the artificial w 

272 sequence: peptide binding module 0 0 

274 <400> SEQUENCE: 12 

275 lie Gly Ala Arg 

276 1 

280 <210> SEQ ID NO: 13 



artificial sequence 3ias\ ^zi^-^^j 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/026 , 578 



DATE: 06/11/2002 
TIME: 14:20:32 



Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\06112002\J026578.raw 



281 <211> LENGTH: 4 

282 <212> TYPE: PRT 

283 <213> ORGANISM: artificial sequence 

285 <220> FEATURE: 

286 <223> OTHER INFORMATION: description of the artificial 

287 sequence: peptide binding module 

289 <400> SEQUENCE: 13 

290 Val Thr Ala Arg 

291 1 

295 <210> SEQ ID NO: 14 

296 <211> LENGTH: 4 

297 <212> TYPE: PRT 

298 <213> ORGANISM: artificial sequence 

300 <220> FEATURE: 

301 <223> OTHER INFORMATION: description of the artificial 

302 sequence: peptide binding module 

304 <400> SEQUENCE: 14 

305 Glu Ser Ala Val 

306 1 



file://C:\CRF3\Outhold\VsrJ026578.htm 



6/11/02 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/026, 578 



DATE: 06/11/2002 
TIME: 14:20:33 



Input Set : A;\Sequence Listing.txt 
Output Set: N:\CRF3\06112002\J026578.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing, Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:3; Xaa Pos . 9,10,11,12,13,14,15,16 

Seq#:4; Xaa Pos. 9,10,11,12,13,14,15,16,17,18,22,23,24 

Seq#:5; Xaa Pos. 4,5,6,7^8,9,10,11,12,13,14,15,16 

Seq#:7; Xaa Pos. 1/2^7,8 

Seq#:8; Xaa Pos. 2,V, 8 

Seq#:10; Xaa Pos. 9 



r 
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